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Figure 11.2: The graph of the contact rate (3(t). 
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Figure 11.3: The number of cumulative diagnosed in the mainland of 
China. 

On the basis of the model, we did some simulations on what will 
happen if the preventive and control measures were relaxed from May 19, 
June 10, or if the infected individuals were quarantined one or two days 
later. We also did some theoretical analysis to a continuous model[49] 
and a discrete model[50] for the SARS spread in China. The reproduction 
number had been obtained and global stability had been proved. 
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Figure 11.4: The number of diagnosed in the hospitals. 
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